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Supplemental Table 5 . Upstream regulators predicted to be activated or inhibited (as indicated by the activation z-score) in the spleen of LLC tumor bearing C57BL/6 male mice with different age comparisons Supplemental Table 7 . Twelve key genes involved in age-dependent spleen changes in the presence of a tumor. These 12 genes were determined by finding the common genes for the spleen of LLC tumor bearing C57BL/6 old male mice (O) versus all other ages (Adolescent (A), Young Adult (Y), and Middle-Aged (M)) that are in common between the significant upstream regulators and the biofunction analysis. The second column denotes the effects these genes have on tumor progression based on the literature. Rajandram R, Bennett NC, Wang Z, Perry-Keene J, Vesey DA, Johnson DW and Gobe GC. Patient samples of renal cell carcinoma show reduced expression of TRAF1 compared with normal kidney and functional studies in vitro indicate TRAF1 promotes apoptosis: potential for targeted therapy. Pathology. 2012; 44(5):453-459. Table 8 . Key genes involved in age-dependent spleen changes in non-tumor bearing male C57BL/6 mice. These key genes were determined by finding the common genes for old spleen samples (O) versus all other ages (Adolescent (A), Young Adult (Y), and Middle-Aged (M)) that are in common between the significant upstream regulators and the biofunction analysis. The second column denotes the effects these genes have on tumor progression based on the literature. The genes in bold and italic are found to overlap with genes found in the Gene Set Enrichment Analysis (GSEA) for GO gene sets with a FDR < 0.05 for old tumor samples vs other aged spleen samples. 
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